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epine-induced Stevens—Johnson syndrome
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When the CBZ-tolerant group is used B IR BB B> T2 TIN
as the control, the presence of B*1502 has a TY. /

93.6% positive-prediction value for CBZ-SJS,

whereas its absence has a negative-prediction \ e e
value of 100%. In a test for CBZ-SJS, the

HLA-B*1502 allele should therefore have

100% sensitivity and 97% specificity.
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Ttle | Fraquancy of HLA aleles in patients with StevensJohnson syndrome

Medical genetics
A marker for Stevens—
Johnson syndrome

‘Wen-Hung Chung”, Shuen-Iu Hungf,
Hong-Shang Hong*, Mo-Song Hsih#,
Li-Cheng Yang*, Hsin-Chun Ho*,

Jer-Yuarn Wut§, Yuan-Tsong Chent9

We studied 44 patients with carbamaz-
epine-induced Stevens—lohnson syndrome
(CBZ-S]S), including five with overlapping
toxic epidermal necrolysis, in whom the clini-
cal morphology fulfilled Roujeau’s diagnostic
criteria’ (see supplementary information).
Patients suffered from widespread skin rashes
with blisters, skin detachment and mucosa
involvernent. Controls included 101 patients
who had been on carbamazepine for at least
three months without adverse reaction
("CBZ-tolerant’} and 93 normal individuals.
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When the CBZ-tolerant group is used
as the control, the presence of B*1502 has a
93.6% positive-prediction value for CBZ-S]S,
whereas its absence has a negative-prediction
value of 100%. In a test for CBZ-SJS, the
HLA-B*1502 allele should therefore have
100% sensitivity and 97% specificity.
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Whole Genome Sequencing KAARAF) S —

The $2 Million Genome Massively parallel sequencer

James Watson, codiscoverer of the structure of DNA, now has a
copy of his very own genome. Will you be next?
By Ernily Singer
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2%
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W GGTAA.TGC

a »

on Thursday, lames Watson was handad a DVD containing his entire genome, sequenced in

thir past few months by 454, 3 company based in Branford, ©T, that's deviloping nist-
generation technologies for efficiently reading the gename. At a cost of 2 million, 454
sequenced Watson's gorame for roughly an order of magnitude less than it would have cost
uzing traditional machinas. While this is stil too expensive for the average Joe, experts say " — —<
that the advance marks & major milestone 1oward personal-gename sequencing==and more= Sh N ] UJM%FE(:?/@L\ 1 5015%
personabized medicing=-for all. Fie SIEE[V S B MR EREFE3-TVS x‘m
“we've heard people talking about personalized medicne BHESFNTLS
2B~ 3EHIA

for the last year or two, but this iz the first concrate
mncamation of that whole era,” says GEQrge Weinstock,

Baylr Gollege of Medime, m Houston. Scontsts at ~3,000,000, 000854 BRI OBCFI HEES

gaylor collaborated on the genome project.
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